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Identification of individual carcinogenic factors by mutation signature analysis
in normal human tissues
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Mutation signatures have been shown to be associated with exposure to
carcinogens, and are important for cancer research. In this study, we have developed a novel
ultra-low frequency point mutation frequency analysis method by a next-generation sequencer. It can

detect only true mutations in which the same mutation exists in both strands. By using a
restriction enzyme, BamHl, efficient analysis with a low read number was realized. A model sample
was prepared, and it was used to confirm that the mutation frequency was well correlated with the
expected mutation frequency. It was shown that the peripheral blood DNA of pediatric cancer patients

after treatment has a mutation signature due to the drug used for the treatment.
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