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Elucidation of molecular biology and novel treatment stratgey of malignant
lymphomas
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DHIT-like lymphoma is a subtype of diffuse large cell lymphomas (DLBCL),
which have a gene expression profile characteristic of Double-hit Lymphoma with concurrent MYC and

BCL2 translocation, is known as a lymphoma with a very poor prognosis. In this study, we used the
argest patient cohort of more than 1000 DLBCL cases in Japan and state-of-the-art gene analysis
technology to clarify its molecular mechanism. We identified that the immune escape mechanism and
unique cell origin (derived from the germinal center Dark Zone) was a hallmark of molecular
profiling of DHIT-like lymphoma. Furthremore, it was revealed that epigenetic genes such as EZH2 and
CREBBP are frequently mutated in this subtype, suggesting the theraputic targets of this disease.
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