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Genetic analysis of developmental dyslexia in Japanese speakers
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We investigated the presence of gene mutations that cause pathogenesis in
Japanese speakers with developmental dyslexia (DD). The subjects were 3 families with DD children,
one of which was a large family with 5 DD children out of 11 siblings. SNP array (Illumina Infinium
Asian Screening Array-24 v1.0) was performed on 48 children including 28 typical developmental
children. As a result, in a large family, SNPs in exons and introns, which are genes related to
Nance-Holan syndrome (NHS gene) present in Xp22.13, were found in 7 boys of 11 siblings and their
mother.
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NHS exon 23 17745771 rs145977627 5.21E-11
NHS exon 23 17745057 rs149244552 5.21E-11
NHS intron 23 17648165 rs16980660 3.13E-10
NHS intron 23 17619377 rs16980652 5.21E-11
NHS intron 23 17572526 rs190617879 5.21E-11
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