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Elucidation of RAGE-Mediated Glucocorticoid / Inflammation-Driven Muscle Atrophy
Mechanisms and Development of Novel Therapies.
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In this stud¥, we examined the involvement of receptor for advanced
glycation end products (RAGE) in skeletal muscle atrophy induced by glucocorticoid.

In vivo, 8 week-old mice were challenged with dexamethasone (DEX) for 4 weeks and compared the
gastrocnemius muscle mass / body weight ratio between wild-type mice (WT) and RAGE-deficient mice
(KO). In WT mice, DEX loading resulted in a significantly lower gastrocnemius muscle mass / body
weight ratio compared to WT control, whereas DEX loading of KO mice resulted in a rather higher
value compared to KO control. Skeletal muscle gene expression analysis after DEX loading suggested
the involvement of KIf15 and REDD1, which are involved in steroid muscle atrophy, and RAGE-mediated
skeletal muscle atrophy was considered to be mediated by these pathways.
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