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A total of 355 extended-spectrum B -lactamase (ESBL) CTX-M gene-positive

Escherichia coli strains (CTX-M strains) including 43 K1 capsule gene-positive-strains (CTX-M/K1
strains) were detected from 9,525 E. coli strains from diarrheal children since 2001 through 2019.
The majority of CTX-M/K1 strains were isolated since 2011 through 2019 and 14 (33%) strains were
01/018, which are the major serotypes causing meningitis. Although 38 (88%) CTX-M/K1 strains
belonged to the phylogroup B2, a strain harboring virulence gene of enteroaggregative E. coli (EAEC)
belonged to phylogroup D. Further, we demonstrated the emergence of CTX-M hybrid type and the
change of ST131 clade types. CTX-M/K1 strains showed diversity and increased in this decade. These
results are valuable for searching for K1 E. coli vaccine targets and suggest active horizontal
transfer of antimicrobial resistant genes and virulence genes in the intestine of children.
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