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Genetic background of idiopathic ventricular fibrillation (IVF) is still
controversial. Genetic testing in IVF therefore offers a modest but potentially significant
diagnostic yield, identifying either rare monogenic causes of IVF or concealed arrhythmia syndromes
where clinical evaluation has failed. In IVF patients, 15% had some pathogenic or likely pathogenic
SNVs in genes associated with cardiovascular diseases, but many of these were not directly related
to lethal ventricular arrhythmias but rather potential genes associated with cardiomyopathies and/or

neuromuscular diseases. Future research should also be focused on identifying potential “
polygenic” and nongenetic causes that likely underpin much of IVF.
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