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Our recent studies have revealed that passenger strands derived from
pre-microRNAs are deeply involved in the molecular pathogenesis of cancer. MicroRNA expression
signature of lung cancer and The Cancer Genome Atlas (TCGA) analysis confirmed that expression of
miR-150-3p was significantly suppressed in lung squamous cell carcinoma (LUSQ) tissues. Functional
analysis revealed that miR-150-3p acted as a tumor-suppressive microRNA in LUSQ. Furthermore, we
discovered HELLS (helicase, lymphoid specific) as a cancer-promoting gene directly regulated by
miR-150-3p.
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