©
2019 2023

CMTM EGFR

CMTMs regulate EGFR mutation positive NSCLC
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EGFR mutations are the most significant genetic variants in the treatment of

lung cancer with genetic mutations due to the development of molecularly targeted drugs. In this
study, the relationship between mutated EGFR and CMTM molecules was investigated. The expression of
CMTM3, CMTM4, CMTM6, and CMTM7 in EGFR-mutated lung cancer cell lines revealed a high expression of
CMTM6. This was confirmed at both the mRNA and protein levels. Subsequently, His-Tag and conditional

knockout capable lentiviral vectors were generated and introduced into EGFR-mutant lung cancer cell

lines. CMTM6 expression was confirmed, and its expression was inhibited by culturing with
doxycycline. However, satisfactory results have not yet been obtained for other CMTM molecules.
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Analyses of association between characteristics of patients with EGFR mutations and effect of ICls after EGFR-TKIs.
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