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Elucidation of biofilm formation mechanism via signal transduction system of
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Since one of the non-tuberculous mycobacteria, Mycobacterium avium subsp.
hominissuis (MAH) forms a biofilm when exposed to hypoxia, we hypothesized that MAH senses hypoxia
and expresses a group of biofilm-forming genes. To elucidate the mechanism of biofilm formation, we
compared gene expression under hypoxia and atmosphere then identified a receptor gene MAV_RS11960, a

two-component regulatory system that senses hypoxia. Comprehensive analysis of gene expression of
over-expression strains of this gene and three environmental isolates with different ability of
biofilm formation has been conducted and is ready for publication of results.

The results of biofilm structure and virulence analysis of MAHs have been published, and these
research results will provide the basis for prevention and treatment strategies by clarifying the
mycobacterial dynamics not only within the environment but also within hosts.
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