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Identification of novel profibrotic cell populations using single cell gene
expression analysis and its application to the development of molecular targeted
drugs

KAWANO, Hiroshi
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In this study, we performed single cell gene expression analysis of lung
fibrocytes to identify new functional subpopulations of fibrocytes, identify novel cell surface
markers specific to fibrocytes, and identify regulators of fibrocyte differentiation, with the aim
of developing new anti-fibrotic agents based on fibrocyte regulation.

In pulmonary fibrosis model, we isolated a cell population containing fibrocytes using our original
method, and performed single cell RNA-seq. We detected subpopulation of macrophages expressing

collagen gene. A cell adhesion molecule was identified as cell surface markers specifically

expressed in this subpopulation, and their expression kinetics were clarified. We plan to further

analyze the functions of the identified adhesion molecules and expand our research to therapeutic
applications.
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