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Developing new therapeutic methods for kidney disease from non-coding RNA and
exosome function analysis
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Biomarker candidate miRNAs/IncRNAs were selected by comprehensively
analyzing kidney, blood, and urine miRNA/INncRNAs in healthy and diseased groups in humans and model
mice. In IgA nephropathy, lupus nephritis, and ANCA-associated vasculitis, we analyzed the
correlation between biomarker candidate miRNA/IncRNA and changes in renal function and
histopathology, and evaluated the pathology controlled by miRNA/INcRNA. We analyzed the mechanisms
by which miRNA downstream factors and IncRNAs regulate pathology. We investigated the efficacy of
target miRNA/IncRNA as a diagnostic biomarker in humans and animals.
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