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High Mobility Group AT-hook 2 (HMGA2) is a chromatin modifier and the
expression levels of Hmga2 were found to be markedly higher in fetal HSCs than in adult HSCs.
Furthermore, overexpression of Hmga2 has been found in patients with myelodysplastic syndrome (MDS)
and acute myeloid leukemia (AML). Although Hmga2 had been known to enhance the self-renewal capacity

of HSCs, the molecular mechanism of how Hmga2 regulates chromatin complexes of normal HSC and
MDS-stem cells is still unclear. In this study, we showed Hmga2 directly activated Igf2bp2 to
enhance the self-renew of HSC, but also repressed the inflammatory response to protect HSC from
damage in the stress condition. Hmga2 may regulate transcriptional program to maintain normal
hematopoiesis and regeneration in the response to environmental stress.
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