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Activation mechanism of 12-Lypoxigenase in thrombus formation
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Lipoxygenase (LOX) is a multifunctional protein involved in atherosclerosis,
platelet aggregation, chronic inflammation, and cancer development. We established an affinity
chromatography system using Rho family GTPases as bait followed by mass spectrometry (LC/MS-MS) and
identified several proteins that bind specifically to the active form of Rho GTPase. Among them,
12-LOX was confirmed to bind to active Rho GTPases. There was no direct binding between the two,

indicating that 12-LOX binds to active Rho GTPases via their effectors, and experiments with GTPase
inhibitors revealed activation-dependent binding of 12-LOX.
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