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The analysis of exome in MDS and AML has revealed the multiple mutations
involved in the pathogenesis of these disorders. On the other hand, it has been increasingly focused
on the dysfunction of BM microenvironment in the MDS/AML. However, little is known how the
dysfunction of BM microenvironment was induced. In this study, high level of miR-7977, miR-8073, and
miR-4286 were identified in extracellular vesicles from AML cells. In particular, miR-7977 effect
on BM MSCs to reduce the expression of PCBP1 and STK4, resulting in the reduction of multiple mRNA
and Hippo signaling, suggesting that it could be involved in the alteration of BM microenvironment
favorable to leukemia cell survival. In addition, the possibility of rejuvenation by extracellular
vesicles derived from immature cells was investigated. Although the expression of B galactosidase
was slightly decreased, no changes of other aging markers were detected. Other strategy may be

required for rejuvenation of aging MSCs.
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