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Development of biomarkers for “early diagnosis™ and "realization of precision
medicine™ of familial Mediterranean fever
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Based on serum cytokine bead array analysis of 118 patients diagnosed with
typical familial Mediterranean fever (FMF), sepsis, and age-matched controls, we proposed that the
gombinatign of serum GM-CSF and TNF-a concentrations is a useful biomarker to differentiate FMF

rom sepsis.
We also conducted a single-center cohort study at Nagasaki University Hospital and demonstrated that
canakinumab can be used effectively and safely in Japanese FMF patients who are
colchicine-resistant or colchicine-intolerant in actual clinical practice in Japan.
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