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To investigate the resistance of Mycobacterium avium to antimicrobial drugs
and the factors contributing to its increase in Japan, we compared the drug susceptibility and
genome of various clinical isolates. Our analysis showed that strains derived from patients with
pulmonary M. avium disease showed higher resistance to various antibiotics, including
clarithromycin, than strains derived from patients with systemically disseminated M. avium disease
and strains derived from pigs. Furthermore, comparative genome analysis showed that three different
derived strains formed different clusters, and the pMAH135 plasmid was present in a specific gene
region of the strain derived from pulmonary M. avium disease. These results suggest that pMAH135 is

involved in not only resistance to antimicrobial drugs but also a factor contributing to the
increase of pulmonary M. avium disease in Japan.
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