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Elucidation of molecular pathogenesis of esophageal squamous cell carcinoma
based on comprehensive functional RNA analysis

Wada, Masumi

2,200,000
RNA miR-143-5p
miR-143-3p RNA
HMGA2  KRT80 RNA
RNA
RNA
CRISPER-Cas9 RNA

Using the microRNA expression profile in Esophageal squamous cell carcinoma
(ESCC), it was demonstrated that miR-143-5p, miR-143-3p, function as ESCC-suppressing microRNA.
HMGA2, KRT80 were found as new target genes, and their functional analysis was performed as
esophageal squamous cell cancer genes. Furthermore, we demonstrated that these genes are associated
with ESCC and play an important role in the functional molecular network of ESCC.
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