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Development of preoperative diagnostic strategies of Epstein-Barr virus-
positive gastric cancers and characterization of pathogenic viral strains
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In this study, we attempted to cultivate cells derived from 12 cases of
fresh gastric cancer surgical specimens using a conditional reprogramming method. We experienced
five cases of successful short-term cultivation. For example, cells derived from a case of triple
Epstein-Barr virus-positive cancers proliferated for a short term, but long-term passaging was
unsuccessful. Cells derived from a case of adenocarcinoma with enteroblastic differentiation also
stopped proliferation after short-term cultivation, but they became capable of proliferating
indefinitely by expressing mutant CDK4 and cyclin D1. We also found that, with experienced
pathologists, it is possible to diagnose Epstein-Barr virus-positive gastric cancers preoperatively
by performing EBER-ISH using biopsy specimens with intense lymphocyte infiltration.
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