©
2019 2021

Molecular mechanism of activated white blood cells by cardiopulmonary bypass for
human body in pediatric cardiac surgery.

Imoto, Yutaka
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The effect of cardiac surgery using cardiopulmonary bypass on pediatric
patients was analyzed with molecular biological methods. We targeted microRNAs, which have been
reported to be present in more than 3,000 species in the human body. Blood sample was collected over

time from pediatric patients undergoing cardiac surgery for ventricular septal defect. To detect
microRNAs that change after surgery, profiling was performed using blood sample from uncomplicated
cases, and some microRNAs showing significant changes were detected. When the detected microRNAs
were also analyzed by PCR in other blood samples, they changed over time after surgery. The cell

culture experiment has not been completed yet, and it is not clear what change is occurring in the
human body, however, it was found that pediatric cardiac surgery changes blood microRNAs.
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