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Glioblastoma multiforme is a highly heterogeneous tumor. Resistance to
standard therapies is frequent, suggesting that a small subpopulation of glioma stem-like cells
(GSCs) within the tumor causes tumor recurrence. It can be distinguished from the tumor cells
through the epigenetic regulatory program and disruption in epigenetic processes governs molecular
alteration leading to malignant transformation. Here, we demonstrated that the histone H2B E3
ubiquitin ligase RNF20 is necessary for GSCs maintenance and tumor progression. RNF20 downregulation

sustained the GSC quiescence pool at a low-proliferation rate, where it possesses long-term
self-renewal and higher tumorigenic potential. Besides, RNF20 knockdown cells are more resistant to
Temozolomide and reduce apoptosis. The transition to a proliferative state depended upon RNF20
expression patterns, thereby rendering GSCs dependent on RNF20 to maintain their growth and
transcriptional processes.
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