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In this study, we introduced the high tissue expression of EVI1 in patients
with GBM might relate to poor prognosis. Next, we demonstrated that EVI1 regulated EGFR
transcription and affected the proliferation of GBM cells. Further, we found that both TC-rich
stretches in the EGFR promoter were essential for the EVI1 regulation of EGFR transcription. In this

study, we first reported that EVI1 regulated EGFR transcription in GBM cells.
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