©
2019 2021

Glycolytic enzyme, PGK1, plays a crucial role in malignant meningioma.

Kudo, Takumi
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BACKGROUND: Some meningioma is classified as WHO grade Il or grade Ill. Our

previous study showed Phosphoglycerate Kinase 1 (PGK1), one of glycolytic enzyme was 1dentified as
an oncogene of malignant meningioma. In this study we investigated the role of PGK1 in malignant
meningioma. METHOD: PGK1 were transduced or suppressed in malignant meningioma cell line, HKBMM,
then the phenotype was analyzed. RESULTs: The proliferation of PGKl-suppressed HKBMM cells was
significantly suppressed in hypoxic condition. PGKl-overexpressed HKBMM cells showed an increase of
colony formation in hypoxic condition. Metabolome analysis using PGKl-suppressed HKBMM cells which
were incubated in hypoxic condition showed that the expression of downstream component of PGK1 in
the glycolysis.

CONCLUSION: These results suggested that PGK1 functions as a tumorigenic molecule in malignant
meningioma. Translational researches were required to confirm the newly identified therapeutic
target.
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