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Comprehensive analysis of the mechanisms underlying tumorigenesis of alveolar
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The ASPL-TFE3 fusion oncogene, functioning as an aberrant transcription
factor, contributes to the development and progression of alveolar soft part sarcoma by inducing
inappropriate upregulation of target genes. To elucidate the underlying molecular mechanisms of
tumorigenesis, we comprehensively investigated the transcriptional target of ASPL-TFE3 using
ChlP-seq analysis. We identified metabolic factors, angiogenesis factors, signal transduction
factors, and growth factors as candidate downstream targets of ASPL-TFE3. Moreover, our results
suggest that upregulation of these target genes resulted in promotion of proliferation, migration
and invasion of tumor cells.
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