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Establishment of a new innovative treatment strategy for uterine carcinosarcoma
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Adenosine-to-inosine (A-to-1) RNA editing is a recently described epigenetic

modification, which is believed to constitute a key oncogenic mechanism in human cancers. ADAR1
showed significant association with worse histology, and lymph vascular space involvementin EC. The
level of AZIN1 RNA editing was also significantly associated with worse histology. ADARL expression
was significantly correlated with AZIN1 RNA editing level. Multivariate analysis indicated that
higher ADARL expression along with AZIN1 RNA editing is an independent predictor of prognosis in EC
patients. Knockdown of ADAR1 led to increased MDA-5, RIG-1, PKR, and IRF-7 expression, which in turn

resulted in increased levels of Bak and apoptosis in EC cells. High ADAR1 expression along with
AZIN1 RNA editing could be a predictor of worse prognosis in EC. ADAR1 could be a potential
therapeutic target in EC patients.
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(ADAR1 and AZIN1 RNA editing function as an oncogene and
contributes to immortalization in endometrial cancer. Nakamura K et. Al, 2022,
Gynecol Oncol. 166(2):326-333.)
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