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Epigenetic network between histon modification and miRNA in ovarian clear cell
carcinoma
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Therapeutic target of histone methylase EHMT2 in ovarian endometrioid
carcinoma was investigated. Increased expression of EMHT2 was observed in ovarian endometrioid
carcinoma, and addition of siRNA for EHMT2 and EHMT2 inhibitors to ovarian endometrioid carcinoma
suppressed cell proliferation with increasing inflammatory markers and inducing apoptosis. (2)
Examination of histone methyl-transferases PRMT6 in endometrial cancer: The mRNA expression level of

PRMT6 was high in endometrial cancer, showing a negative correlation with prognosis (p < 0.01).
ChlP-seq analysis showed PRMT6 regulate multiple cancer-related transcription factors and interferon
factors through histone modification. And, there was the relation of histone H3R2 methylation and

histone H3K 27 acetylation.
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