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Explore of the GBA translation regulatory mechanism by RNA epigenetics: To find
the therapeutic targets for Gaucher disease
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Using oral mucosa fibroblasts from the patient and the family members of
atypical Gaucher disease, which the causative gene mutations and clinical symptoms are not always
correlated, we analyzed the involvement of RNA epigenetic regulation in the GBA translation
mechanism. Unfortunately, no significant differences were found in the comprehensive expression
agalysis_ofdmiRNA at this time. RNA modification is still under analyzing. The further analyses will

e required.

Furthermore, the regulatory mechanisms of GBA gene expression were analyzed based on GBA gene
structure, and we found the cell-type-specific expression pattern of GBA transcripts by the two
promoters, and another translational machinery, cap-independent and IRES-dependent control, exists
in addition to the known cap-dependent translational mechanism.
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