©
2019 2021

T1R

Analysis of the transcriptional regulation mechanisms in the sweet and umami
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Myoblast C2C12 cells expresses the umami and amino acid receptor Taslrl. We
analyzed the functions of transcription factors Myod 1, Tcfl2, and KIf5 in Taslrl expression during
C2C12 myogenic differentiation. Analysis of ENCODE ChlP-seq data, luciferase assay,
co-immunoprecipitation assays, DNA affinity precipitation assays, and siRNA methods were performed
to identify the functions of these factors. Our results showed that the heterodimer of Myodl/Tcfl2,
in cooperation with KIf5, binds to E-box1l and activates Taslrl expression during C2C12 myogenic
differentiation.
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