©
2019 2022

Identification of osteocyte-derived bone formation stimulating factors
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Although systemic administration of parathyroid hormone §PTH% stimulates
bone formation, it is desirable to locally apply a factor(s) that can stimulate alveolar bone
formation for treatment of periodontal disease. It has been known that PTH stimulates osteocytes
embedded in bone to produce a local factor(s) which, in turn, stimulate bone formation. Since it is
difficult to culture isolated osteocytes, osteocytes-produced factors are largely unknown.

In this study, we intended to establish a culture system of isolated osteocytes, which enables us
to utilize RNA-based comprehensive gene expression analysis. We improved our culture system and
succeeded in harvesting enough amount of total RNA for the comprehensive analysis. Using this
system, we performed RNA-seq and pathway analysis, and got a list of PTH-induced genes, of which
translated proteins might stimulate locally bone formation. These data are useful to further develop

a new therapeutic agent for alveolar bone reconstruction.
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