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TGF-B , which is stored in the latent form in the bone matrix and is
released activated by bone resorption, is expected to act as coupling factor that balances bone
resorption and bone formation. Using cell culture systems, we showed that released TGF-3 promoted
osteoclast differentiation and bone resorption. On the other hand, conditioned medium of osteoclasts

cultured with TGF-B was shown to promote osteoblastic differentiation and affect the production of
osteocyte coupling factors. These results suggest that TGF-3 acts on the coupling mechanism via

osteoclasts.
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