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In this study, we established a new method of inducing the differentiation
of parathyroid cells from human iPS cells based on embryologic development. We also succeeded in
identifying differentiated parathyroid cells using an immunofluorescence analysis and flow
cytometric analyses. Furthermore, we determined whether TGFa /epidermal growth factor receptor
(EGFR) signaling, which is considered to be one of the causative pathways of parathyroid
hyperplasia, is involved in the parathyroid cell proliferation that was observed in our
differentiation model. As a result, the number of differentiated parathyroid cells increased due to
TGFa stimulation. On the other hand, the number of differentiated parathyroid cells decreased due
to the administration of erlotinib, which is an EGFR antagonist. Thus, using our method, we enabled
the evaluation of the mechanism underlying parathyroid hyperplasia, as it mimics the developmental
process of the parathyroid gland.
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