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Analysis of microbiome organized on denture base of older adults
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By the analysis at genus level of a principal coordinate analysis plot,
there were no difference of microbiome on the materials of acrylic resin or cobalt-chromium alloy,
which are denture base materials and hydroxyapatite, which is supposed to be natural teeth was found

. In particular, Streptococcus and Neisseria spp. were the majority. These bacteria are common in
the early stages of dental plaque formation. It is suggested that denture plaque having a
composition similar to that of dental plaque was formed on the materials.

On the other hand, there were differences in the microbiome between that in saliva and on three
kinds of materials. Saliva contains floating bacteria. On the other hand, the microbes on the teeth

and denture base have a high proportion of bacteria that adhere to the material, so it is considered
that the microbial flora was different.
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