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Creation and demonstration of new cost-effective infection control indicators by
utilizing hospital big data
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Antimicrobial-resistant (AMR) bacteria are a global threat. This study
utilized big data to analyze efforts to achieve the AMR Action Plan at a university hospital. As a
result, four targets for resistance rates were achieved, and the use of oral third generation
cephalosporins was reduced by as much as 90%. The promotion of appropriate use of antimicrobial
agents also reduced the annual purchase of antimicrobial agents by 30 million yen.

In addition, analyses were conducted on new COVID-19 pandemic that occurred during the study
period. New infection control indicators, such as PCR screening tests upon admission and isolation
criteria for suspected cases, were developed, enabling reduction of in-hospital cluster and excess
medical costs. The use of big data enabled cost-effective infection control measures even during a
pandemic period.
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