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Does moderate voluntary exercise have any prevent effect on inflammatory bowel
disease ?

Matsumoto, Ayako
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In this study, we aimed to clarify the inhibitory effect of exercise on
inflammatory bowel inflammation (1BD) at the protein level. However, contrary to our original
expectation, we could not confirm it. Therefore, we changed our plan. We performed two-dimensional
electrophoresis to examine protein with differential expression level and with post-translational
modifications in exercise-irrelevant IBD-induced mice. As a result, we observed several proteins
whose transcription level slightly but significantly changes. We further identified phosphorylated

proteins as well as nitrated ones by proteomics.
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Protein Mass (Mp) Caloulated pl_Sequence coverage (%) Accession No_
Alpha-actinin=1 103631 523 50 QTTPR4
Alpha-actinin-4 105368 5.25 51 P57780
Lipoma-preferred partner homolog. 67387 719 33 QBBFWT
Prelamin-A/C 74478 6.54 64 P48678
Keratin, type Il cytoskeletal 8 54531 570 81 P11679
Tubulin beta~4B chain 50255 479 72 PG8372
Tubulin beta~4A chain 50010 478 81 QODEF9
Tubulin beta~5 chain 50095 4.8 72 P83024
Tubulin beta-2A chain 50274 478 72 QTTMMS
Alpha-enolase 47453 6.37 80 P1T182
Actin, aortic smooth muscle 42381 5.23 0 P62737
Actin, alpha skeletal muscle 42388 5.23 70 P&8134
Beta-actin-like protein2 42319 5.30 32 QBBFZ3
Actin, cytoplasmic 1 42052 5.29 85 P&0710
Actin, gamma-enteric smooth muscle 42248 53 64 P63268
Glyceraldehyde—3- 36072 844 48 P16858
Glyceraldehyde: . testis—specif 48367 814 T Q64467
Calponin-1 33506 9.05 82 Q08091
Galectin-4 36405 813 52 QBK418
Carbonic anhydrase 1 28370 6.44 79 P13634
Transgelin 22618 885 84 P37804
UMP-CMP kinase 22379 5.68 57 QEDBPS
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