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Involvement of gut microbiome-derived monoamines in the induction mechanism of
voluntary physical activity behavior
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The purpose of this study was to clarify the pathway of gut microbiome -
blood monoamine - exercise motivation and behavior. One hundred eleven adults participated in this
study. We evaluated the motivation to exercise using a questionnaire and the level of daily physical

activity using an accelerometer. The composition of the gut microbiome and the blood dopamine
concentration were also analyzed. Several gut bacteria, such as Bacteroides and Slackia, have been
shown to be significantly associated with exercise motivation and daily physical activity level.
Bacillus, which produces dopamine, significantly showed a positive correlation with exercise
motivation, but no significant correlation with blood dopamine concentration. Although some gut
microbiome have been associated with exercise motivation, further research for dopamine-mediated
pathways is needed.
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