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Fundamental research on the molecular mechanisms of cellular senescence induced
by anisomycin treatment
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Colon cancer cell lines were cultured in medium containing a pre-determined
concentration of anisomycin, miRNAs and mRNAs were prepared from these cells, and microarray and RNA
sequencing were performed. The microarray analysis of miRNAs showed that six types of miRNAs
including previously reported miRNAs were newly identified. The RNA sequencing analysis suggested
that decreased expression of laminin-related genes and NFKB2 and increased expression of tumor
suppressor genes such as ATF3 were associated with growth suppression and induction of cellular
senescence. By searching with public databases, we were able to identify eight new transcription
factors that may regulate these genes expression.
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