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Study of sensitivity prediction of molecular target drugs for non-small cell
lung cancer by in silico molecular simulation analysis and a mathematical model

Sugano, AKi

3,300,000

EGFR EGFR-TKI
EGFR

EGFR
EGFR

Drug sensitivity (drug efficacy) is known to be associated with genetic
mutations of drug target molecules. In this study, we used molecular simulation analysis to
reproduce drug interactions between EGFR mutations and gefitinib, a molecular target drug for lung
cancer (EGFR-TKI) that targets the epidermal growth factor receptor (EGFR), and elucidated the
characteristics related to drug sensitivity of each mutant EGFR.
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