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The purpose of this study is to identify oxidative defense proteins and DNA
repair enzymes and to elucidate their functions. We found that OXR1, an oxidative stress resistance
protein present in eukaryotic cell mitochondria, has functions in cell cycle regulation and DNA
damage response, and that GLRX1, an oxidative protein reductase, is important for maintaining redox
balance and cell death. We also found a mechanism for the reduction of motility and recovery of
Caenorhabditis elegans from ultra-high doses of radiation. We also succeeded in identifying the
active center that binds to DN A of the E. coli KsgA protein.
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