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Molecular mechanism of acrylamide-induced mutagenesis via translesion synthesis
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We generated knockout cells for Poln , Poli , Polk , and REV1 to identify
the DNA polymerases that contribute to acrylamide-induced mutations in human cells. The

site-specific mutation assay using the stable analogue of N7-dG adduct of glycidamide (GA7dG), the
active metabolite of acrylamide revealed that Polk and REV1 partially contribute to the

GA7dG-induced mutations via translesion DNA synthesis, which induce G:C > A:T and G:C > C:G point
mutations at the lesion.
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Modified strand ratio = number of modified strand progeny / number of clones analyzed
TLS efficiency = modified strand ratio®7¢¢ / modified strand ratiod®
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