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A Study on amoebic dynamics and_interactions in Legionella species for risk
assessment of Legionella infection.
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The purpose of this study was to elucidate the interactions between host
amoeba and Legionella species in various environments. We found differences in infectivity between
Legionella species in infection experiment using various amoebae. The difference in the growth rate
of L. pneumophila in some amoebae was comprehensively analyzed by RNA-seq for the variation in gene
expression in the presence of amoebae, suggesting that it may be due to the difference in gene
expression after internalinvasion within the amoebae. Furthermore, the plasmids possessed by L.

pneumophila that colonize cooling towers may contribute to the pathogenicity and adaptation to the
cooling tower environment.
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