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In this study, DNA data were obtained from museum specimens and newly
collected samples, constructing a comprehensive big data set on gastropod diversity. By leveraging
museomics analysis of both microgastropods and macrogastropods from museum specimens, new sequences
were acquired and subjected to phylogenetic analysis, resulting in a reliable reference sequence
database. Methods for DNA analysis of shell specimens were also investigated. Through divergence
time estimation and DNA barcoding, the relationship between gastropod evolutionary patterns and
environmental changes was elucidated, contributing to biodiversity monitoring. The genetic diversity

of gastropods inhabiting the coastal areas of Japan was analyzed in relation to the effects of the
last glacial period. Moving forward, new sequence data from transcriptomes and complete
mitochondrial genomes will continue to be obtained to deepen the understanding of gastropod
evolution and diversity.
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