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How is the homologous recombination of a gene with repetitive sequence
suppressed in bacteria?
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This study aimed to clarify how the Gram-negative bacterium Acinetobacter
sp. Tol 5 protects the tandem repeat sequences of the ataA gene from homologous recombination. I
constructed a method to measure the frequency of homologous recombination in the ataA gene and
compared it between Tol 5 and E. coli. As a result, the frequency of homologous recombination was
much lower in Tol 5 than in E. coli. In addition, | successfully isolated a mutant strain with an
increased frequency of homologous recombination and identified the mutated gene. We also
successfully detected methylation modifications in the tandem repeat sequences of the ataA gene.
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