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In this study, in order to construct a platform for microbial synthesis of
industrially useful key compounds, we developed a basic technology to rationally create novel
enzymes that catalyze unconventional reactions and have significantly higher activity compared to
conventional enzymes. By applying the developed novel enzymes to the platform for the synthesis of
aromatic compounds with high yield and production, which was previously reported by the applicant,
we aimed to develop a platform for microbial synthesis of not only aromatic compounds but also
dicarboxylic acids, diols, etc. Through the creation of a mutant adipic acid synthase, we succeeded
in producing E. coli capable of synthesizing adipic acid from glucose.
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