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Design and syntheis of pseudouridine labeling molecules for the high fidelity
sequencing
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RNA modifications are over 170 chemically-modified nucleosides found in wide
range of RNA species, and there is an increasing demand for elucidating their roles in gene
expression system. In this study, we attempted to create a reactive probe molecule for selective
labeling of pseudouridine in RNA. In detail, we synthesized middle-sized molecules which are
designed to recognize and form covalent bond with pseudouridine in RNA strand. These molecules were
revealed to be capable of labeling target RNA containing pseudouridine with the aid of complementary
abasic site-containing DNA strand.
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HPLC conditions: Nacalai tesque 5C3-AR-Il (4.6 X250 mm), Gradient: 0.1% TFA buffer : 0.1%TFA in CH,CN = 80:20 to 60:40 over 15 min, Flow rate: 1 mi/min,

Column oven: 35 °C, Detection: 260 nm
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HPLC conditions: Nacalai tesque 5C;5-MS-II (4.6 x 250 mm), Gradient: TEAA buffer (0.1 M, pH 7.0) : CH;CN = 100:0 to 60:40 over 30 min, Flow rate: 1 ml/min, Column oven:

60 °C, Detection (fluorescence): 520 nm
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