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High resolution and dynamic structural analysis of the entire mammalian FoF1ATP
synthase
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Monomers, tetramers, and oligomers of mammalian mitochondrial FoF1ATP
synthase, which are extremely unstable due to their flexibility with rotation, were stably purified
without dissociation of subunits per form, and highly monodisperse cryogrids were successfully
prepared. Single-particle structural analysis using cryo-electron microscopy led to a structure of
the entire | Fl-bound tetramer at approximately 7angstrom resolution.
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Fig.2: bovine FoF1 monomer, tetramer, and oligomer
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