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Polyphenols, which are known to have antioxidative activities, react with
proteins under oxidative conditions, resulting in generation of various modified proteins. We aimed
to discover biological effects of the polyphenol-modified proteins with a special focus on natural
immunity. Phage-displayed single-chain variable fragment (scFv) and peptide libraries were
constructed and selected against the polyphenol-modified proteins as the interaction partners. We
found that peptides/proteins with arginine-rich motifs generally interact with the modified
proteins. Thus, the results suggest that the polyphenol-modified proteins might have roles to
regulate functions and/or activities of proteins with the arginine rich motifs.
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MERONLLTEHEDIC, 77 =T A AT VAEZRHWEBREKR T A 77 ) — %87,
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