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Analysis of submergence stress response in Nucleus-Cytoplasmic interaction of
common wheat
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The cultivation of common wheat in paddy shifting fields, difficulty with
drainage, requires submergence and/or waterlogging tolerant varieties that guarantee uniform and
good seedling growth. In this study, we conducted a comprehensive search for set of genes
differentially expressed in seedlings of nucleus-cytoplasm substitution lines (having wheat nuclei
and cytoplasm of a closely related species, Aegilops, hereafter abbreviated as NC lines), which have

been reported to show different responses to submergence stress. We could detect 531 differentially
expressed genes between variety Chinese Spring and the NC line. These genes set were not observed
in the control plots. The results suggested that they are related to the nucleus-cytoplasm
interaction with submergence stress.
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