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In this study, we performed gene isolation and genetic analysis in Antarctic
mosses to clarify molecular mechanisms of environmental stress tolerances. As a result of
transcriptome analysis, genes related to lipid metabolism and oil body formation were highly
expressed under the Antarctic environment. On the other hand, most of photosynthesis-related genes
were down-regulated. These gene expression pattern may be responses to low temperature stress,
drought stress, salt stress, and intense UV stress. We also isolated several unidentified genes that

dare_?ighly expressed under the Antarctic environment. We are planing to analyze these genes in
etail.
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