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Investigation of the adaptive significance and molecular mechanisms of sex
manipulation by virus
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Various symbiotic bacteria exist in insects, and some of them are known to

manipulate the sex of their host to produce only female offspring (all-female trait).

In this project, by analyzing the all-female trait found in Spodoptera litura, we identified a virus
(all-female virus), not a symbiotic bacterium, as the causal factor of all-female trait, and
identified that the mechanism of all-female trait is "male-killing" which kills only male host.
Genome analysis revealed that all-female virus posses RNA genome consisting of five segments.
Furthermore, the phylogenetic analysis show that all-female virus is close to the order Tolivirales,
to which plant viruses mainly belong.
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