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The role of clock genes in environmental adaptation of Japanese cedar: Insights
from transcriptome analysis

Nose, Mine

3,300,000

Cryptomeria japonica D. Don
GIGANTEA CjGl

11
Cjcl

In this study, we generated transgenic lines overexpressing the orthologs of
CjGl to understand the role of the clock gene GIGANTEA (CjGI) in controlling phenology in Japanese
cedar (Cryptomeria japonica D. Don). Potted transgenic seedings of Japanese cedars exhibited clear
differences in phenology compared to the wild type seedlings. In addition, significant
differentially expressed genes were observed, including short-day response genes, particularly
during autumn (from September to November). From these results, it is inferred that CjGl regulates
autumn phenology by responding to short days in autumn and controlling the expression levels of
downstream genes in the signaling pathway.
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