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The genetic dissection of inbreeding depression revealed by genomic and animal
insurance data
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This study aimed to identify genetic variants that specifically affect
inbreeding depression using medical insurance claims data, genome-wide analysis, and gene function
prediction models for diseases in dogs. Using insurance claims data over a period of more than 10
years and information on five representative diseases (gastrointestinal, skin, musculoskeletal,
urological, and ophthalmological diseases), we found a trend toward lower levels of inbreeding in
the group with skin disease than in the control group in toy poodles. Although the original purpose
of the study on inbreeding depression was not achieved, no clear disease-related inbreeding
depression was found in dogs, and outbreeding depression, not so popular phenomena, was revealed for

skin diseases in toy poodles.
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